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^ 41- 55 
. 46- 60 
. 51- 65 
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61- 75 
. 66- 80 
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76- 90 

- B}- 95 
86-100 
91-105 
96-110 

101-115 

106-120 

111-125 

116-130 

121-135 

126-140 

131-145 

136-150 

141-155 

146-160 

151-165 

156-170 

161-175 

166-180 

171-185 

176-190 

181-195 

186-200 

191-205 

196-210 

201-215 

206-220 

211-225 

216-230 

221-235 

226-240 

231-245 

236-250 

241-255 

246-260 

251-265 

- 256-270 
_261-275 
_266-280 
. 271-285 

276-290 
. 281-295 
.286-300 

291-305 
. 296-310 
. 301-315 
-306-320 
-311-325 
. 316-330 
. 321-335 

- 326-340 
" 331-346 

- 336-350 
^ 339-353 
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cry ] 1 



DKPIDSCWRGDSKWA 
SCWRGDSNWAONRMX 
DSNHAONRKKLADCA . 
ONRMKLADCAVGFGS f 
LADCAVGrCSSTMGG I 
VGfGSSTMGGXGGDL 
STMGGKGGDLYTVTN 
KGGDLTTVTNSDDDP 
YTVTNSDDDPVNPAP . 
SDDDPVNPAPGTLRY 
VHPAPGTLRTGATRD 
CTLRYCATRDKPLWI 
GATRDRPLWIirSCN 
RPLKIirSGKMKIKL 
irSGHMKIKLXMPMY 
MHIKLKMPMYIAGTK 
KMPMYIAGYKTrDGR 
lACTKTrDGRGAQVT 
TrDGRGAOVTIGKGG 
GAOVYIGKGGPCVri 
IGNGGPCVTIKKVSH 
PCVriKRVSKVIIBO 
KRVSHVTIHGLHLTO 
VIIHGI^TGCSTSV 
LHLTGCSTSVI.ONVL 
CSTSVLGKVLIOTSf 
LGNVLIOTS^GVEPV 

lursrGVEPVHPODC 

GVEPVHPQDGDALTL 
HPQDGDALTLRTATN 
DALTLRTATNIWIDH 
RTATHIWIDHMSrSH 
IHIDHNSrSHSSDGL 
HSrSNSSDGLVDVTL 
SSDGLVDVTLSSTOV 
VDVTLSSTGVTISHW 
SSTGVTISHHLrrMH 
TISHHLrrHHHKVML 
LPPNHHKVMLLGHDO 
BKVHLLGBDDATSOD 
LGHDDATSDDKSMKV 
AYSDDKSMKVTVATN 
KSMKVTVATNOrGPN 
TVATNOrGPNCGORM 
OFGPKCGQRMPRART 
CGQRMPRARTGLVHV 

PRARTGLVHVAinnnr 

GLVHVAHHNTDPKTI 
AHOTTDPKTITAIOO 
DPWTITAICGSSNPT 
XAIGGSSVPTILSEG 
SSHPTILSTGHSFTA 
ILSEGNSPTAPNEST 
KSPTAPOTSTKKQVT I 
PHESTXXOVTIRIGC I 
KKOVTIRIGCKTSSS I 
IRIGCKTSSSCSHWV I 
KTSSSCSNWVWOSTQ P 
CSKWVWOSTQDVFTN P 
WQSTQDVrTNGAYFV I 
DVrXKGAyrVSSGKT P 
GATTVSSGKTEGGNI T 
SSGKTZGGKITTKra 
EGGNITTKKEATNVZ 1 
YTKKEATNVrHGKAT I 
ATNVrHGMATPOLTK 
HGNATPOLTOIAGVL 
POLTKHAGVLTCSLS 
TKNAGVLTCSLSRRC 
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_ 6- 
-11- 
-16- 
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-101 
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■111 
•116 
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131 
136 
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171- 
176- 
181- 
186- 
191 
196 
201 
206- 
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216- 
221- 
226- 
231- 
236- 
241- 
246- 
251- 
256- 
261- 
266- 
271- 
276- 
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sequence 
rCry 3 2 

15 AINirKVEKYGAVGO ! 

20 MVTKYGAVODCKHDC 

25 GAVGDCKKDCTEATS I 

30 GKHDCTEATSTAHQA ■ 

35 TEATSTAHOAACKNP ■ 

4 0 TAHQAACKHPSAMLL I 
45 ACKHPSAHLLVPGSK 3 

5 0 SAMLLVPGSKKrWK ■ 

5 5 VPGSKKrWKNLrrK J 

6 0 KrWNNLrrHGPCQP 
65 HLrPKGPCOPHrTFX 
70 GPCOPHrTFKVDCII 
75 HrrPlCVDCIIAATQH I 
8 0 VDGIIAATONPASWXj" 
85 XAYONPASWKKKRIW I 
90 PASWKNRRIKMFAX ™ 
95 KHRIWLOFAKLTGfTi" 

100 LOFArLTGPTLMGXO J 
105 LTOrTLMGKGVIDOQ 
110 LMGKGVIDGOGKOWW 
115 VIDGOGKOWHAGOCX 
12 0 GKOWWAGOCKWVNGR 
AGOCKWVNGRKCND J 
WVNGR2ICNDRDRPT 
EICNDRDRPTAIKFD 
RDRPTAIKFDFSTGL I 
AIKFDFSTGLIIOGL ■ 
FSTGLIIOGLKUiHS J. 
15 5 IIOGLKLMMSPEFHL ■ 
160 KLMHSPEFHLVFGNC ■ 
165 PEFHLVrCHCZGVXI I 
170 VFGHCEOVXIIGISI J 
175 ECVKIIGISITAPRD 
IGISITAPRDSPMTD 
TAPRDSPHTDGIDIF 
190 SPHTOGIDITASKNF i 
195 GlDIFASKNFHLOKKg 
200 ASKKFHLOKRTIGW ■ 
205 HLOKKTIGTGDDCVA I 
210 TIGTGDDCVAIGTaS 1 
►215 DDCVAICTGSSHIVI 1 
-220 XGTGSSHXVXZDLXC | 
■225 SKTVIEDLIC6PGHC 
-230 EDLICGPGHGXSIGS 
-235 GPGHGXSIGSLGREK 
-24 0 XSXGSLGREKSBAZV 
■245 LGREHSRAZVSYVHV I 
-25 0 fiRAEVSTVHVNGAKF g 
-255 STVHVHGAXFXDTQM ■ 
.260 MGAKFXDTOKGLRXX 
-265 XDTQKGXJIXXTK0G6 
-270 GLRXKTWOOaSGMAS 
-275 TWOGGSOHASHXXTX 
-280 6QHA6EXXTENVEKX 
-2B5 BXITEHVEMIHSEOT 
.290 NVEKIUSENPXLXMO 
-295 KSrUPILIHOFYCtfi 
-300 ILIUOFTCTSASACQ I 
.305 rXCTSASACONORSA i 
-310 ASACOHORSAVOIOD i 
-315 NORfiAVQlOOVTYXM ■ 
-32 0 VQIODVTYKHIRGTS 
-325 VTTKHIRGTSATAAA 
-330 IRGTSATAAAXOIJCC } 
-335 ATAAAXOLKCSDSMP 3 
-340 lOLKCSDSKPCRDlX 3 
-345 SDSKPCRDIKLSpif 
-350 CKDIKI-SDXSLKLTS I 
-35 5 I-SDISLKLTSGXXXS a 
-36 0 LKLTSGKIASCLKDM ■ 
-365 GKIASCLNOKAMGTF ■ 
-370 CLNDHAKGTF6GH7X j 
^375 AHGTFSGHVTPACICH J 
.38 0 SGHVXPACKUI-SP&if J 
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